The Idylla Molecular Testing System; A Useful Option for the Detection of Clinically Actionable
Variants in Challenging FFPE
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« Often, FFPE specimens submitted for testing are suboptimal and
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« To address this common problem, we evaluated the Idylla 8 0 BRAF or NRAS
Molecular Testing System on 46 patient FFPE samples that were Depleted Mutation « The Idylla Molecular Testing System is an accessible, rapid, and
suboptimal for clinical NGS or Sanger testing effective testing option for challenging FFPE specimens that are
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BRAF or NRAS Wildtype A limitation of this system is the inability to discern true

negative results from false negative results.

« In addition, true positive results are difficult to confirm by
alternative methods or by repeat testing due to lack of
sensitivity and the potential lack of residual tissue, respectively.

Materials and Methods

If Idylla testing been performed on the initial QNS sample

 The study cohort consists of 46 FFPE cancer specimens (9
decalcified bone, 37 FNA) previously evaluated and assessed by
pathologist as QNS for conventional NGS or Sanger testing.
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